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Table 1. PCR product information in White Roman geese from different random primers

Numbers of Numbers of Length of
Primer kits amplifiable DNA DNA Unamplifiable primers
primer Fragment fragment (kb)
AA01~AA20 17 2~11 0:40~2.50 - AA05, AAl4, AA20
ABO1~AB20 20 : 1~13 040~250
ACO01~AC20 118 2~ 7 0.43~2.90 ACI16, ACI8
ADO1~AD20 18 3~ 9 0.38~2.50  ADO7, AD10
AE01~AE20 20 4~ 8 0.36~2.60
AF01~AF20 15 5~21 0.25~2.60 AF0l, AF14, AF15, AF16,
AF19
AGO1~AG20 20 f~18 0.35~2.70
AHOL~AH?20 1 8~19 0.39~2.60  AHO5, AHO6, AHO7
AI01~AI20 20 6~14 0.30~2.60 '
AJO1~AJ20 20 6~24 0.32~3.00
AKO1~AK20 20 4~17 0.28~2.50
ALO1~AL20 19 4~15 0.36~2.50  AL02-
AMO1~AM20 12 5~17 0.37~2.50 ' AMO5, AM09, AMIO,
AM13, AM14, AM15,
AM16, AM17
ANO1~AN20 14 2~11 0.50~2.60 ~ AN02, ANO3, ANO4,
ANO8, AN09, AN16
AO0L~A020 11 3~13 0.48~2.40  A001, AO02, AQO06,
. ; A007, AO10, AO11, AO13,
AO16, AO20
AP01~AP20 13 2~12 0.49~270 - AP03, AP09, AP12, AP14,

AP15, AP18, AP20
AQO1~AQOS8 5 3~11 042~2.50  AQOL, AQO7, AQO8
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FrERAERERE (B 1) SRR HETFESHEESEYE (B 2) - XFEFRIEHZ RAPD #5
BN SRR L 8 = 10 fREY » il DNA FEZ REBEHES 0.2~3.0 kb « 7 RAPD-PCR
REEZE DNA FEMYS I FHEBEIBES 48% (135/279) AJEL SN DNA KB » SIS (
1996) AMTIEEW (959 ) ~ BB (86%) - T3 (90%) KBRS (70%) K - FIEER IR
HERIARPASEEY - SRS el DNA F B EREE -

LA51F ABL4 #RIFFE I fB#8 DNA BB AESIH—{% 860 bp DNA FER  FEHHA
#8 DNA oFHISESLEEY (B 3)5 oM £5[F AE03 (690 bp) - AE06 (920 bp)+ AG10 (1350
bp, 1370 bp)~ & AL13 (1288 bp) NMERHERRENHE - RUSEEAREEEELRSR
5% RAPD ZURE - 283 ADO6 52 AJ15 ([ 4) —fE5 | FRREEZ RN DNA B RS ERE
BAEE (% 3) M AD14 (700 bp) B AH13 (2400 bp) 7EFTEEEEMAIEE ML R
DNA Frie - MTERERHA RIS BIE 22.29 (2/9) 81 33.3% (3/9) B4 ILHEME DNA FE: -

£ 2. EHESBETAILIEEL BN RAPD FERZEIF
Table 2. Primers yielding polymorphic bands in White Roman geese

Operon primer kits Primers yielding polymorphic bands

AAOL~AA20 AA-07, 08, 15, 17
AB01~AB20 AB-01, 03, 04, 05, 07, 08, 12, 13, 14, 15, 16, 18, 19, 20
AC01~AC20 AC-02, 05, 09, 12, 15, 17

ADO1~AD20 AD-01, 06, 11, 12, 14, 16, 19, 20

AE01~AE20 AE-01, 03, 04, 05, 06, 07, 08, 09, 11, 12, 13, 14, 15, 16, 20
AF01~AF20 AF-04, 05, 06, 07, 08, 10, 13, 17, 20

AGO1~AG20 AG-01, 03, 10, 13, 14, 15, 16, 17

AHO1~AH20 AH-02, 04, 09, 12, 13, 14, 15, 18, 20

AT01~AI20 AL02, 03, 05, 06, 12, 17, 18

AJO1~AJ20 AJ-03, 07, 10, 11, 15, 17, 20

AKO1~AK20 AK-01, 02, 04, 06, 13, 15, 18

ALO1~AL20 AL-03, 04, 06, 09, 13, 16

AMO1~AM20 AM-01, 02, 03, 05, 06, 07, 08,11, 12, 18, 19, 20
ANO1~AN20 AN-01, 05, 06, 07,11, 12, 15, 18, 20

A001~A020 A0-08, 14, 15, 17, 19

AP01~AP20 AP-01, 04, 05, 06, 07, 11, 17, 19

AQOI~AQOS © AQ-02, 04, 06
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# 3 REEHAEEEEHAESMES RAPD FEREBAERERMESE(F
Table 3. Frequency difference between high egg production (HEP) and low egg production
(LEP) White Roman geese in specific band of different RAPD primers

Primer DNA fragment(kb) Frequency (%)
HEP LEP
ADO6 0.72 50.0 (4/8) 0 (0/9)

AJ15 0.49 62.5 (5/8) 0 (0/9)
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bp bp

21226
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[ 2027
1584

947

1. PI5[F AO04 FEHFESFEHEBLHAR BIRE.Z RAPD #5E0 < M © marker
Fig. 1. The RAPD fingerprint polymorphism of White Roman geese from operon primer

AOO04. M : represents molecular size markers.

1 23 456M789101112M

2. LI5IF AGOl EH#EEREHHLENZ RAPD $5H - HEESEFERES AR DNA
FrE& » M : marker ©
Fig. 2 The polymorphic RAPD fingerprint of White Roman geese from primer AGOL.
The white arrows indicate the band variation among geese. M : represents molecular

size markers.
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3. LAB|F ABl14 SHRRFAMFI B SR RAPD $8H1 - 1-6, 9, 12 B/AKE » 7, 8, 10, 11 &
§% - M : marker » HEFTEAERIERIRF RN DNA FE -

Fig. 3. RAPD products amplified by ABI14 in different gender of White Roman geese.

Lanes 1-6, 9, 12 are males ,aknd, lanes* 7, -8, 1'01,‘ 11 are females. M : represents

molecular size markers. The White.éﬁrow .vir»ldicavtei.the female-specific DNA fragment.
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4. BIF AJL5 DT REEMAESIEZ RAPD f5E0 - 1~6 RhmE RS - 7~12 RiEE
EALHE - M © marker  EfEFTIERE S BN DNA FE -
Fig. 4. RAPD fingerprints of ‘high egg production and low egg production of White Roman
geese amplified by primer_.AJi5. Lanes 1-6 are from high egg production geese and
lanes 7-12 are from ‘low ~egg production geese.- M : represents molecular size .
markers. The white arrow indicates the pol'ymorﬁhicpban‘d.

AHEFIFI RAPD HiESHT RSN DNA S8El - HEE A5 %18 PCR EY - HB3#%%
%8EMEHT DNA 860 - HATIEARGE R RAPD 434758 DNA ZREMEAHE - (BEHF M 2245
FTHEALAE DNA SHEME  ANHEETHE (Zhu et al, 1990)ERIZEATE (Cathey er al, 1998) - FIF
RAPD 947 1 2 S M B BAERAS - 15 PCR K EMEAFHE4IR1T - DNA BFFIE00EY » B] RAPD
IRENEIRMRE - A RETL RAPD HHEASEESRERE - K - EFEHEAZET
BT BRI R RSN - AR B EE EABRIZ S| F - T3] F ADO6 B AJ15 WAZEERE
CEEYEN - '
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Abstract

The purpose of this study was to explore the association between production
performance and RAPD (random amplified polymorphic DNA) polymorphism of White
Roman Geese. Blood samples of 41 geese were collected based on mature body weight
(male) and egg production performance (female). Twelve best or worst geese were assorted
into each high body weight (HBW) and low body weight (LBW) groups, while nine best or
eight worst geese were assorted into each high egg production (HEP) and Low egg
production (LEP) groups. Individual genomic DNA was extracted from blood sample and
was detected for ites concentration for DNA template. There were 328 kinds of a single,
short (10 bp) oligonucleotide for RAPD tests. After electrophoresis in 1.5% agarose gels
and stained with ethidium bromide, the results showed that 85% (279/328) of these primers
got PCR products, and 41% (135/328) got polymorphic PCR products. The primers, AB14
(940 bp), AE03 (690 bp), AE06 (920 bp), AG10 (1350 bp, 1370 bp) and AL13 (1288 bp),
produced distinct PCR products for different genders and polymorphic patterns of AD06
(720 bp) and AJ15 (490 bp) were not independent between high and low egg production

groups.

Key words : White Roman Geese, Random amplified polymorphic DNA (RAPD),
Polymorphism.
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