FEERFE 39(2) 1 99 ~ 110, 2006 99

PAFE 5 — RS eR padr 2 A SARAR s R A
S8 R 2 P 48 F B R E AT AR (V)

N

W

2P =HEE® BB BEIEC
%Eyqa‘t:}? (2) gﬁ?g% (3) (4)

WiFEB - ST H2H s B2AM: 9SF2H22H

HE

FoE—BR i BE Ay (B 2 ALE AR SW1514 ~ SW552 ~ SW2185 ~ SW1301 ~ SW373 »
SW780 ~ S0316 ~ SW2130 - fEEE— SR 4Lt BT ER B REAU(Y 140 S3EAR o ARNFFELL (BB BAZEE 4T
157 SEMITERIFE DNA RUERAL - IR A RIERA 5 2 TS - IBITERTREESR - FFEEH
B RS EREE - BAMERNER - DIR/NEAESHE RS S B R R E T ERES
TE © Mg TR E SWI1514B3 %R BE K (P <0.001) FISWI301B1 3385 ELK (P <0.01) » EHfE
FHHRBEZRZLBEREMEEMS - MERYTRFEE SW373B5 23 &K (P <0.01) EHHKTR
FEE SWI1514B3 225 ER (P <0.01) » HEFGFEUREEHILREEES - A > TRAER
FEEHEREER  HEFUEREAIGIAREEZREERNEE < EEEEFHT SW373FISWT80
ZRELR DNA 551 » 8 SW373 L EEER A AME TG S F B EETER - M HBREER
A& ISR (TG) ,AG (TG), ~(TG) AG (TG) AG (TG) AG - (TG) AG
(TG) ,AG (TG) AGTGAG * (TG) AG (TG) G (TG) AG (TG) AGTGAG ; jfi SW780 &
BRI RS E R e T R E AU R A TR A E R E IR (GT)
. (GA)  (GACA), - [Itt - FEZBERSRENE HRBEENA nseER -

BRSAA - P R RLEEET  RER - MHBEE -
EE

—fi% {5 FI%Y DNA #3053 %18 » 41l RFLP (Restriction fragment length polymorphism ) ~ RAPD
(Random amplified polymorphic DNA ) ~ Minisatellite typing ~ ## £ # 3] (Microsatellite typing ) ~

W TERREEXEZEGEES BT REREE 1313 5 -
QO THRREEEEeREBMEEEEM -
COEIFEMERBEEER -

(4) EEAMEZ E-mail: hlachang @mail.npust.edu.tw °
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SSCP (Single strand conformation polymorphism ) ~ AFLP ( Amplified fragment length polymophism ) ~
EST (Expressed sequence tag) KSNP ( Single nucleotide polymorphism ) (Dodgson et al., 1997) » &
BIED R A HEEYE  (BREEEATE > KM EIZLERARERZ - MR ESLZIEE DNAF
Fih > SEENEREENEEBEEEL-SbpEERN (Tautz er al., 1994) - HEEFYIEE - & -
SERINERERE > fEEEEAeT  DEEEERSR > SESRENTEER - RBHMD - HIAE
AL KIS h£ERE 30 kb - TR EESERE 100 kb - g —EE T BREEELD - EERBEENK
FEEFFF B H N EEETRRBNES > LERSEAEEEHBRE - DS HFREGNER
EDR > EERBEAEFMEEIE S/ NG 2 RIS TFEMEBETHYHERIES - 7EL1 PCR ETREIFRE
e HIEZERAIEN (Smeets ez al., 1989) » {HERTCARFEARILAERRE - EHERTFIIREERGEH
thikpes 2R ERESYREESEE - MMHERSEHEBIEA TS ERNR - MEERC AR
HEEENM (Cheng, 1997) ~ B E (Luikart et al., 1999) ~ JEEEECHIBIRIA BB AR ER E
(QTL) SREIEIREREEE (ETL) BYIFFE (Cheng, 1997) FiBEZ LT (Baker er al., 1997;
Saitbekova et al., 1999; van Hooft et al., 1999) - BRI B B EEFFIRITIRE R AT AR =R -
HHpeEE K EER - HEFZMREY  UREE T RS EREE (Akal ef al., 1999;
Shimajiri e al., 1999 ) B2 HEE®E (Liu et al., 2000a; Liu e al., 2000b ) G EERAGRE - %
TR R EEH S B — 0 -
RFENEREFHESEHEERLREEN - EEEREER » R EEERER R
B - GRS TEERSHERE NSRS MERERI BT EE Y - EANEER
FEEE PR i A B TR EIEED SW3T3 » HEKERRE RS FEREE - HYEFESE
B HIE (FB% 0 1995) - A/ \BaRWEEEY (OPN) ERMSIIRRGE » HE—EE
EAENEREERGER (B% 0 1999) - FEEIMUIFFREEE » BifEREZER (Estrogen recep-
tor gene, ESR) (Rothschild ez al., 1991, 1994, 1996; Short et al., 1995, 1997a) ~ FEFHBIEFE ST
EHK (Major histocompatibility complex genes, MHC ) ( Warner and Rothschild, 1991 ) ~ I R 18
(Prolactin receptor, PRLR) ( Vincent et al., 1998 ) FIi&&E HiZa (Osteopontin marker, OPN )
(Short et al., 1997b) ¥JERFEEBIMEREER - 1A ARILFENAIREAVFERGERE - Wilkie er al.
(1996) Zek—(HEEIEREETHER » SREETINEAIRLER ) WA RILERRIS
VUSROS LR YL Rl EEN ERE R BRIV T E AR R RAEEISRT SW444 - fi
FAEE/\BELL 88 - Rathje er al. (1996) M RFEHEINEWY QTL 7255/ \ SR fe - FER ML {FIRE
SREE /\BR Y B R ORIR I A AR - BV BANMEROE - FTHEIN 3.07 fHYF (Rathje et al., 1997) °
Rothschild et al. (1997) fESGEETFEIN S FEMRMIRBETR » FBRE/URRER DEERNS
FETEFE > HE RSPV SRR - BHEMRN QTL JRA]REAIN S+ =R EE - iR
a2  (Rathje et al., 1997) - Ktk » RWFFEEHHFEE L AR ERT TR - DUHHRE
BB AE R AR (AR - SRR KRB 2 Bite DUERESP A R R T FE N R = -

MEERTT A

L B E

REBTEHEER I - 4 DNA 20EfH (PUREGENE® DNA Purification Kits, Gentra
Systems, Minneapolis, MN ) ZEEUZADNA » DIHEEECHEEIA - Froafraviasss 157 SHEnss
Hhf 51 BHEERTHE - 54 BEKISRE S 25 SRR TR I 27 BRIB W 5 -
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I BEHHESERIE (PCR)

% 10-25 cM BB EE SR i FEAN B M 2RSS EAERE T - M ERLE R
P EFEBEEIRFEERMHEERE (http://www.marc.usda.gov/genome/genome.html ) (1) » #4TPCR
DI RIFEFEDNAZ B KA - PCREYIE[S | F > H 5 IAE R 88 W[ 416-carboxy-fluorescein (FAM),
tetrachloro-6-carboxy-fluorescein ( TET ), hexachloro-6- carboxy-fluorescein (HEX )] » A3 | FHIF
TARRELY)  RIEMHEREER 10 ¢ 1 - HAHRME 20-25 ng #841K DNA ~ 0.4 mM dNTP - 0.25 ¢ M
{85+ ~ 10 mM Tris-HCI ~ 1.5 mM MgCl, ~ 50 mM KCI 1 1 unit (87 ) Tag BEH - KERM
BB 1 94°C ~ 538 B TS EIRIGIE 35 K ¢ 94°C ~ 308 > 60°C ~30% > 72°C ~30% ; 5B
ZHFER 1 727C ~ 10 5348 - RS IR ERERS |7 EwmE -

IIL. A EE R 2 #1

1 p 1HERERS PCR EYE 0.5 1 1350 bp fE#5 (GeneScan™-350 [TAMRA]™ size
standard, Applied Biosystems, Foster City, USA) ~ 0.5 ¢ 1 i ALBER K 3 1 | FEETFHERIIE S
0 190 CREME2S 8 - TEIER UK A - MK EENERFE (ABI Prism 377 DNA sequencer,
Applied Biosystems, Foster City, USA) #A 1.5 ¢ 1 ZIEASEARN EIAR/NER » DL GeneScan F
Genotyper #(88 (Applied Biosystems, Foster City, USA) 2347 DNA FBr 2 A/ » DUERIR &£ R

IV. #EH AT

TR B < E AR BRRC B AR R A (PR - AERETE  SFBRFREEEE
FEFR SAS B8 GLM R R/ NPIT AR T /AT BLELER o (7 B m R R LU A (PSR A Lh 2
A8 /RIS ER T MLMF B E S L FR -

* 1. FE SRR aR R AR BB AR E

Table 1. Locations of the microsatellite markers of swine chromosome 1 and number of alleles observed in

this study
USDA-MARC Swine Genome Map In this study
Marker Location Relative No. of Allele size Annealingo No. of alleles
position (cM)  alleles (bp) temperature, C observed
SWi1514 Ip 0.0 8 146-162 55 8
SW552 1p 9.1 7 112-146 60 10
S0316 Ip 33.4 7 127-145 62 10
SW2130 Ip 49.4 9 134-174 60 21
SW2185 Ip 67.6 8 145-175 55 9
SW780 1q 81.0 7 116-136 62 9
SW373 1q 119.5 6 152-170 55 8
SW1301 1q 140.5 6 144-176 58 8
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V. SW373 F1 SW780 L [X| 5155854

fEHEZEMH (TOPO™ TA Cloning® Kit, Invitrogen, CA. USA) 1T858 SW373 1 SW780 EE ¢
5 S BIERREY) - AR 1 o | PCREEY) ~ 05 u LERNR 1 1 VARG » WAIMIRS » W7EE
R E 5 4388 - Bk E - B 2.5 v | KIEMEBEMART  RAES - Btk 30
min o EARHEITEVETR 42°C ~ 30 1% o TMERE AUk 2 4388 - FIIA 125 1 1SOC Brges: - R 37
°C TR 30 4385 0 B 75 1 | BRSNS Ampicillin (50 4 g/ml) % X-Gal (70 y g/ml) ZH:
ZHE A 37C TREAR -

VI. SW373 1 SW780 ER FHIEF

PR MR RIEN o 53 3 ml & Ampicillin (50 ¢ g/ml) Z LB B58E » fRBIERAK
(37°C > 150 rpm) » LUEREZEAVEA (Roche, Germany ) ZXEVE EAHEGE - PIEHRE - BL4 1 |
BER 0.8 1 M ZARERE FRMERFZERS T (RKAFIF) -4 v | EHEERERE S 1 1E
FERIEREW (BigDye Terminator V 1.0, Applied Biosystems, Foster City, USA) » SE{TEFIE (96
C~10% > 50°C ~ 5% > 60°C ~ 4 4348 > 25 ZIWIR) - IEUREZ PCR YLK - Bt - fiZRE
A 4 1 1 B AGEER (FEETFHEENE ¢ 25 mM EDTA , blue dextran (50 mg/ml) = 5:1)> 290
TN 2 8% 0 STSERERVK L - BLULER HENE BB -

AEREAE R

R RRYLERE b2\ R AR AR VA R ) ST R R R R AR - AR
2 fiR - BEEEEDCZBERS R - BESERNER - Qe ILESEENSE DNA %R > FifS
FERREASCA AR RN E - MEERRTREEREEHEIEES (K1) BRI
FRAEER R ER SRR AR RIEERMERRAERE - 72/ @& EED S
SW2130 BRI B E R % 3% 21 1 » BIFFESURENRIMGELLLE - B EREERRERERI - K
AR AR R - RIS - DYEFERE UL\ (R AR AR - FERT TR
AR EREE TR ERYTE 7.1 £ 4.0 - FUERE 6.0 £ 2.0~ Mg i 5.0 = 1.9 R B &
50X 1.7~

2. BT AUSEE  AE SO RO U E AR (0 B R R AR R AR

Table 2. Allele frequencies of porcine microsatellite markers in Landrace, Yorkshire, Duroc, and Berkshire

_ breeds
Alleles of markers Landrace Yorkshire Duroc Berkshire
(n=51) (n=54) (n=25) (n=27)
SW1514B1 0.0543 0.0000 0.0000 0.0000
SW1514B2 0.0000 0.0000 0.2292 0.0577
SW1514B3 0.0000 0.0000 0.1042 0.0192
SW1514B4 0.4348 0.1860 0.5625 0.8654
SW1514B5 0.0761 0.2326 0.0833 0.0000
SW1514B6 0.3696 0.2558 0.0000 0.0385
SW1514B7 , 0.0109 0.2326 0.0208 0.0192

SW1514B8 0.0543 0.0930 0.0000 0.0000
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SW53528 0.2500 0.1122 0.1087 0.1481
SW552B2 0.0250 0.0000 0.0435 0.0000
SW552B3 0.0000 0.0102 0.0000 10,0000
SW552B4 0.0875 0.0816 0.6304 0.4630
SW552B5 0.0875 0.0000 0.0000 0.0000
SW552B6 0.0000 0.0102 0.0000 0.0000
SW552B7 0.0375 0.1633 0.0217 0.0370
SW552B8 0.3750 0.1429 0.1087 0.1667
SW552B9 0.0625 0.1122 0.0870 0.1852
SW552B10 ‘ 0.0750 0.3673 0.0000 0.0000
S0316B1 0.6064 0.0000 00000 0.0000
S0316B2 ' 0.0000 0.0000 0.0000 0.0417
S0316B3 0.0000 0.2045 0.0000 10,0000
S0316B4 0.0106 0.0000 0.2000 0.2083
S0316B5 0.0000 0.0000 0.0200 0.0000
S0316B6 0.0745 0.6250 0.3600 02917
S0316B7 0.0000 0.0227 0.0200 0.4583
S0316B8 0.0000 0.0000 0.1600 0.0000
S0316B9 0.2872 0.1364 0.2400 0.0000
S0316B10 0.0213 0.0114 0.0000 0.0000
SW2130B1 00106 00000 00000 0.0000
SW2130B2 0.0106 £0.0000 0.0417 0.0417
SW2130B3 0.0213 0.0000 0.0000 0.0000
SW2130B4 0.1809 0.0000 0.0208 0.0000
SW2130B5 0.2234 0.0111 03958 . 0.0208
SW2130B6 0.1064 0.0556 0.1042 0.0000
SW2130B7 0.0638 0.0111 0.0000 0.0000
SW2130B8 0.1809 0.5111 0.0000 0.0000
SW21308B9 0.0000 0.0111 0.0000 0.0000
SW2130B10 0.0000 0.0778 0.0000 0.0000
SW2130B11 0.0106 0.0000 0.0000 0.0000
SW2130B12 0.0426 0.0000 0.0000 0.0000
SW2130B13 0.0106 0.0000 0.1667 0.8125
SW2130B14 0.0000 0.0000 0.0000 0.0417
SW2130B15 0.0000 0.0000 0.0000 0.0208
SW2130B16 0.0000 0.0000 0.2083 0.0000
SW2130B17 0.0106 0.0333 0.0000 0.0000
SW2130B18 0.0532 0.0444 0.0208 0.0208
SW2130B19 0.0426 0.2333 0.0417 0.0417

SW2130B20 0.0213 0.0111 0.0000 0.0000
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SW2130B21 0.0106 0.0000 0.0000 0.0000

T swassei 00000 o011 00000 0.0370
SW2185B2 0.0104 0.0000 0.0000 0.0185
SW2185B3 0.0104 0.0222 0.0000 0.0000
SW2185B4 , 0.1875 0.6222 0.0000 0.6296
SW2185B5 0.0000 0.0000 0.0000 0.0370
SW2185B6 0.0000 0.0000 0.0000 0.0741
SW2185B7 0.0625 0.0111 0.0833 0.0370
SW2185B8 0.3854 0.0333 0.9167 0.1481
SW2185B9 0.3229 0.3000 0.0000 0.0185
SW2185B10 00208 ~0.0000 0.0000 0.0000
SW780B1 — 00000  0.0000 ©0.1800 0.0000
SW780B2 0.1702 0.0761 0.0000 0.0385
SW780B3 0.8298 0.6413 0.2600 0.8462
SW780B4 0.0000 0.0000 0.0000 0.0192
SW780BS3 0.0000 0.0761 0.5200 0.0000
SW780B6 0.0000 0.0000 0.0400 0.0000
SW780B7 0.0000 0.0000 0.0000 0.0962
SW780B8 0.0000 0.0761 0.0000 0.0000

_ SW780B9 0.0000 0.1304 0.0000 0.0000

Tswamml 00313 03778 05200 0.0926

SW373B2 0.0833 0.000 0.000 0.1852
SW373B3 0.0625 0.0222 0.000 0.0000
SW373B4 0.6354 0.0667 0.4600 0.1481
SW373B5 0.1250 0.2222 0.000 0.0000
SW373B6 0.0104 0.0000 0.000 0.0000
SW373B7 0.0521 0.0000 0.000 0.0000
SW373B8 ~ 0.000 03111 0.0200 0.5741
swisoB1 0.0000 00000 00435 0.0000
SW1301B2 0.1667 0.0000 0.0000 0.0577
SW1301B3 0.5000 0.1354 0.2391 0.5769
SW1301B4 02111 0.7292 0.5870 0.3654
SW1301B5 0.0000 0.1042 0.0870 0.0000
SW1301B6 0.0111 0.0000 0.0217 0.0000
SW1301B7 0.0444 0.0000 0.0000 0.0000

SW1301B8 0.0667 0.0313 0.0217 0.0000
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AHERS EH R FEAE T I 2 EUE - UG REch - B o R (PR B (e M R e A
Rfs - (EEREIEHAE (P <0.05 - BRIAKT]) - MR HME TR EE S SRR EE 2
B (P <0.05 > BRERF) - FERFEE A SR 5 s BSOS AR M (R 4) > 1841

R 3. EERHAE MBS E N E T s

Table 3. The allele effect on the litter size at birth of parous sows among various breeds

Litter size at birth, head

Allele of markers

Landrace Yorkshire Duroc Berkshire
SW1514B3* — — 10.3+1.4%*%(26) 8.5+1.7(2)
SW1514B3"~ — — 7.5£1.3(101) 7.9+0.5(71)
S0316B6'  109:15(11) | 74410(140) | 46:1283) 63408025
S0316B6 ™ 9.2+1.0(165) 8.2+0.8(73) 6.5£0.9%*(45) 6.4+0.5(42)
S0316B8* — — 4.3+1.3(31) —
S0316B8~ — — 6.8+£0.9%*(97) —
swioB2t - - 92£154+(11) - —
SW1301B2~ — — 6.8+0.9(107) —

35 9

”+” means with; - means without.
”— ” means not found.

(#) means number of litters analyzed.
**: P<0.01, ***: P<0.001.

F® 4. REERHRESECERFEG TR 2E

Table 4. The allele effect on the litter size born alive of parous sows among various breeds

Litter size born alive, head

Allele of markers

Landrace Yorkshire Duroc Berkshire
SW1514B3* — — 5.4+1.4%%(26) —
SW1514B3"~ — — 3.7+1.3(101) —
SW1514B4" 6.9£1.1 (113) 6.7+0.6 (87) 3.2+1.4(104) 6.9+1.0(73)
SW1514B4~ 8.1+0.9 (56) 6.9+0.3 (116) 5.9+1.3%*%(23) -
Ssw7soBsT - 54507G31)  72¢100m) 77
SW780B5~ — 7.1+0. 5**(182) 7.7+£0.7(31) -
SW3T3BST 104e12%%24) 8120831 - =
SW373B5" 8.8+0.9(153) 7.1+0.6 (182) — - »
SWI301B3Y sosl2(sy) - T TT - 48£11(5)
SWI1301B3~ 7.0£1.0%%(115) — — 5.2+0.4 (67)

59 93

”+” means with; means without.
”— ” means not found.

(#) means number of litters analyzed.
**: P<0.01, ***: P<0.001.
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B B AR i e A R R AR ¢ RSB R  IE U BRI SW373B5 (P <0.01) » BAY
SW373 RESR2 T4 + BRSE (1995 ) EETRELE R BYAIRI Fr By AU RIGE & WA (T FESE RS ARy 8.41 £ 0.
33f19.14 & 046 55 (P>0.20) » Hidk 48 /NEHE I TFEEEE Bk 7.17 & 0.32F17.28 = 045 (P>
0.84) » ¥ FRREERA B2 Fr B » HAYIEFREE RS IEE TR E— SRR a R
BT HARZTR AR - B4 - SRS 2 BV HRE B B AR SW1301B2 (P<0.
01) ; BHUTIE L 2 AR ERAE SWT80BS (P <0.01) ;5 Bt e miE 2 IRy a5
KA SW1514B3 (P <0.01) i 2 &4 EN R S EEEIE SW1514B4 (P <0.001) 8 S0316B8 (P <0.
01) - [EllEH - BAS T RFFEIE (T BRI I B 1 B BB B R R - TIPS A R B A B
S0 2 EL R O ARBE e ST JRERE R BRI AR R (RS BN ERER
EREN A B RS SW1514B7 (P <0.01) B SW552B6 (P <0.01) ; $HHH&5a i 2 2RI E
ELRA SW1514B4 B2 SW1514B5 (P <0.001) ; K¥HETTE il 2 AXUERIZ AR SW552B1 (P <
0.01) - #= AL FER » BAE ERUES 2 R IR FE AT AR RS IR EF AR bGP E ARG -
e T AR A AR I T S S RE I RS IR AR o ST BE P T & TR AR
51 SW373 A1 SW780 53 E K DNA Fe5ll - SW373 L EEEBEERTNRAKE TG S T REEMNHE
5% EEBREEHNR T ESRIES I - Bk (TG) AG (TG) ~H MR (TG) AG
(TG) AG (TG) AG - =%k (TG) AG (TG) ,AG (TG) AGTGAG » EUufER (TG)
AG (TG) .G (TG) AG (TG) AGTGAG (£6)- SW780 ZE?EEEUEETH%IEE’JWEW?E
M%@%m—ﬁmﬁ EE’@%’E@?’F%EJZ HAGHBREEARE (GT), (GA)  (GACA), (R7)-#

# 5. REERHTEGEQERRTRFERIE

Table 5. The allele effect on the survival rate of piglets of parous sows among various breeds

Allele of marker Survival rate of piglets, %

Landrace Yorkshire Duroc Berkshire
SW1514B4" 88.7+6.9 (113) 76.50+4.5 (87) 37.9+10.9(104) —
SW1514B4" 87.8+5.8 (56) 79.20+2.3 (116) 55.0+10.5%*(23) —
SW1514B5" 90.5+7.1(28) 74.7345.1(70) 36.0£11.5(19) —
SW1514B5~ 86.0+£5.6(141) 81.00+1.9(133) 56.9£10.0%**(108) —
SW1514B7" 89.4+10.6 (3) 71.50+4.5(80) 19.2+20.1(1) —
SWI1514B7" 87.2+3.3 (166) 84.2042.1%%(123) 73.8+3.8%*(126) — B
SWSIBL' | 550:213(A1) | 73.80:05(48)  725:177(14)  665:8.1(12)
SW552B1- 61.1£15.1(98) 71.60+7.7 (185) 66.5+13.9(107) 96.5+6.7%%(62)
SW552B6" — 57.20+12.1(4) — —
SW552B6~ — 88.20+6.3%%(229) — —
sw218sBl° - - 30.500206(1) - 87.6£30.5(5)
SW2185B1" — 89.30+5.7%%(210) — 92.8+13.8 (69)

»* means with such an allele; »” means without such an allele.
”— ” means not found.

(#) means number of litters analyzed.

% P<0.01, ***; P<0.001.
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7 6. SW373 L EEE YA
Table 6. The dinucleotide repeat patterns of SW373 alleles

121\1;1367? (Sl;;e): ‘ Dinucleotide repeat pattern The izrgl‘g }Ii ?lf;; peat
BI 150 (TG)sAG(TG),AG(TG);AGTGAG 48
B2 154 (TG);AG(TG)1;AG 52
B3 158 (TG, AG(TG);AG(TG);sAG 56
B4 160 (TG)AG(TG)AG(TG)AG(TG);AGTGAG 58
B5 162 (TG)10AG(TG),sAGTGAG 62
B7 166 (TG);AG(TG);AG ' 64
B8 168 (TG AG(TG)uAG : 66
%7 SW780 &%@” EFER
Table 7 The nucleotlde repeat patterns of SW780 alleles
%1\1;1768# , (S];S ‘; o Nucleotlde repeat pa’ftern - The length ?]fg;epeat region
Bl 16 (IGTO(TC(ACh 50
B2 120 ' (IGTC)s (TC)s (AC); 54
B3 o2 ~ (TGTC)s (TC)s (AC),, 56
B4 124 (TGTC)s (TC)s (AC)y, 58
B5 126 (TGTC)s (TC)s (AC) 14 60
B6 128 (TGTC)s (TC)s (AC)1, 62
B9 132 (TGTC)s (TC)s (AC)y7 66

FREFFZ DNA F5IEHR LI BLAST (Basic Local Alignment Search Tool ) #4782 GenBank &} e
(http://Www.ncbi.n‘lm.nih.gOV/) L% > SW373 F1 SW780 Bd B R 5EME B AF225095 F1 AF235365 (&
REIEIN LS EAHE - Rohrer ef al. (2000) ISR H b — LB EE FHIE R
GenBank ot - WoRIFHHRIRY B BKI T SRR G 8% « AN 32 HE M EAEED & 30 B AL R B 5 2 B
TEREF FTBR - WG FT1 8 8% -

AWFES TR E R SR R T REER RS A (M RS B MR A B AT » AT B A FBR
R STERFEE IR B AR R — S IR EIRIE SRR, - DU RS IERE ST FERE
z%f%@ﬂﬁ’]x&ﬁg EFERCFHETWERN  EmEFEERFE T -

R

R RASZAEERS - BINERERER{NRBIA Y - fEHEESGT -
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2ERR

BETSAE - (REREE  MET - EERIE - KIS B - 1995 - ENE - V.REE—HREEL
SW373 SEE AR AEFFER - HEGEE 24 OETI) ¢ 122-

B-E ~ IRAE - R - BUSRIE - REFE - 1999 - BRGNS BERENHAEFETIERIRE -
hEeEE 28(1) ¢ 33-39 - _

Akai, J, A. Kimura and R. I. Hata. 1999. Transcriptional regulation of the human type I collagen alpha2
(COL1A2) gene by the combination of two dinucleotide repeats. Gene 239(1): 65-73.

Baker, I. S., S. S. Moore, D. J. Hetzel, D. Evans, S: G. Tan and K. Byrne. 1997. Genetic diversity of Asian
water buffalo (Bubalus bubalis ): Microsatellite variation and a comparison with protein-coding
loci. Anim. Genet. 28(2) : 103-115.
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Abstract

A total of eight microsatellite markers on swine chromosome 1 (SSC1) were used to genotype 157 parous
sows. These markers including SW1514, SW552, SW2185, SW1301, SW373, SW780, S0316 and SW2130
spanned about 140 cM on the linkage map of SSC1. Three traits including the litter size at birth, the litter size
born alive and the survival rate of piglets were analyzed. The genotyping analysis indicated that the allele
frequency of every marker differed among four breeds. When we further analyzed the litter performance of
sows with different alleles by the least-square method, it was shown that the number of total piglets born from
Duroc sows with SW1301B3 allele were significantly higher than those without such an allele, and so did
SW1301B1 allele. For Landrace sows with SW373B5 allele and Duroc sows with SW1514B3 allele, the number
of born alive piglets were significantly higher than that without such an allele. In the same way, the trait of litter
performance of different breed sows with some alleles was be inferior to those without such alleles. Besides, after
sequencing and analyzing the allele sequences of SW373 and SW780 from five pigs, the results indicated that the
tandem repeat region of SW373 was composed of different number of TG repeats and that the patterns consisted
of four kinds, including (TG) AG (TG) q,( TG) AG (TG) AG (TG) AG,(TG) AG (TG) AG
(TG) AGTGAG, and (TG) AG (TG) G (TG) AG (TG) AGTGAG. However, the tandem repeat
region of SW780 was composed of different number of two kinds of di-nucleotide repeats and one kind of tetra-
nucleotide repeat, and the patterns consisted of (GT) (GA) y (GACA) ,. Therefore, the nucleotide

repeat pattern in variant region of each allele might be rather complicated.
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