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WHEY? EfES &SmO EES? iEs
P MY WS HaLAO

W 9T - 984E2 H 22H 5 B H : 984ES H 14H

e

AIFSE. B LR B gtk (telomere) A3 HTHfk » [FIEFHEFT A BRI sk =
He 2 BB T A Gk R oA o RELL T e M Sk R B MG - BB BB AN A H B S B
H R #E 2 BTN PREEIMAR - SO S PUB I A < SO B O BE2E R KIfH DNA - DNA &1L
BEEI 1-2 g EFBRTIEG Hin fI/Rsa 1 EITYIEIERI R - ELTIE S vk Bl 7 it - FEd
biotinylated Telomere Probe ¥REHHEITHER SHE » R ME LB LEBIGE G E R R H
KEHE G i8I R R E (terminal restriction fragment, TRF) o Z3ATHSEHEE/R > 36~ 12~ 24~
30 Ko 44 HERMEN: (o HERE AU G R R Ry 18.5820.66 ~ 19.57£1.47 ~ 19.08£0.97 ~
18.48+0.50 ~ 19.15+0.68 K 18.92+1.05 kb o FE{BLH 2. M 19 to 5k = HiE A8 — U bk 5 6 HI 43 1)
H5 19.52+0.63 ~ 19.460.35 ~ 19.18+1.01 ~ 19.09+0.50 ~ 19.05+0.41 K 19.27+0.91 kb » #5558
AR F i B Rz s T ez Gt e B G SR A 5 o AR N A HE S ik Bl
A EMMRE T HE R -

RS © HESRFHE ~ SRR~ RIS B -

EE

IEFEASHIIE RSO NS B IR T - R B RNy 2% - B ARBIIM A2
JFIRFER etk (telomere) HYEEKT (Faragher and Kipling, 1998) - fihi /e Rz G (e ARl
W%/ NEE#E DNA %1 (Blasco, 2002; McEachern et al., 2000 ) » & [E=g{ i 4 242 S i 2 it
fErg s AR —k bk Bk 20-200 bp (Harley et al., 1990; Kozik et al., 1998) - ¥ X

(1) 1TEbeRsET A a s BT e 528 1513 5% -
(2) 1rEkberseZ g mabarT R -

(3) BITZEEREHVIFHEGE -

(4) 1TEbERsEZ g m s A -

(5) FGRHIRE -

(6) @EFNfEZ - E-mail : Irchen@mail.tlri.gov.tw °
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R B A < RRsr 2488 (mitotic clock) (Harley et al., 1992; Holt et al., 1996) - Gk EA
PRFFA R EN Y 2 et AR e - MR 1 R BRI e B 1 S B IRE - O B I 25 e ok
Bz bt - G AR R S R G R A S A ~ MR 2D ASET - Uk N ERECREE DNA i R sh
UIRg RT3 % ~ MRt RURRYERE - (AT FEPT DNA HAARFZ S (Blackburn, 1991) - Gikify
%Ak - JRE DNA B LG A EITHRIY DNA Rig. o B8 - NEBWCR » Gk
AN 5 BINAERGRRL DNA FP3 Ry TTAGGG - [k Bt A=Y ny Uik ( Tetrahymena )
Fiihki DNA #5105 TTGGGG - B gL ek 5 B AR Bl b7 S M8k ME (telomerase reverse
transcriptase, TERT ) Z G146 B EF 1R -

Uiz - 5 o VB T PR LR ik G 8 el 24 BE I DNA - & EH SR R 1T BOBh g 4761
Kl p53 B2 pl6/pRB » #IfI=EMNL /3 AREJ I B4 Rt (McEachern et al., 2000) -
i B e AR R 2 B - W REFIBIAN SV40 Ji 7L large T HUEEEHIAE pS3 Bd pl6/pRB LXEAF
- EMEE IR A R 5 A A R IR AR Sk e 0 A A IR R 2 A L B i R8T » BRI A
W20 AR R MR INTE [ B (non-proliferative stage ) - [tk XHfEy “imfiELE” (telomere crisis) -
IR £F 5= S CAZE R b AR B 1 s 288+ B9 R i o S i Sk g RE S P REVE AL AR D RE -

T - AR &R sk RO sRi R eSO R E o KL - RO Lyt
Tt bz 52 5 3 ATl - SR AN 1) R B 1) (RS HERY o34 - R DA AR RIG T Rt s
R -

MEIETTA

I. HEsRZHEM R o IR B EL R A DNA #lifb%EEY

SPAIE 3~ 6122430 % 44 HEEAREMEBIRY Ok =L 5 ks - AT
&EMA (EDTA) ZHELE > FHIFEM (Qiagen, GmbH, Germany ) WK I ERED BEAETT BEA]
#H DNA Z ZEHi LB E i -

I Gihz e 43 #r
Ui R B B M A E R Telo TAGGG Uiiki £ /3 E# (Roche Molecular Biochemicals,
Canada) - WIFH A ESETIRRIFRH B & (Telomere Restriction Fragment, TRF) #HIE o &
56 KRR 1-2 g FEKRH DNA REERHINg Hinfl/Rsal (4 U/ g FEKIRH DNA) £ 37°C {EH] 5-12
hr #3177 0.7% BNEFEEES (agarose gel ) Tk » B Fy 5-7 Viem » BEykikif Ry 5-8hr 5 iy
A B 2 TE s TP RATEL Pulsed Field Gel Electrophoresis System ( CHEF-DRII, Bio-Rad)
EIKMEH: 14 °C #FT 6 Viem » FEYkEF[E#Y 5 hr » [ H initial switch BF[E]E%E ks 7.5 sec 5 final switch
Hr By 7.5sec - EBpktt > [Bia4 % (denaturation) ~ HFI (neutralization) FEFE - 5§ HiEE
( Southern blotting ) F#F IFEEf < EHEME (Roche Diagnostic, GmbH, Mannheim, Germany ) - JEfHE
E4E 40 ml DIG Easy Hyb (Roche) Hi3#fT 42°C ~ 2 hr fYTEFESS » FFEH biotinylated Telomere Probe
(Roche Molecular Biochemicals, USA ) 31T 42°C ~ 16 hr BRI IE - FE21% » [EBEIEAE 50 ml
0.5% BEEE (SSC, 1 X SSC: 0.15 M NaCl, 0.015 M sodium citrate ) ZEiHHE 3 KX » &K 15 min
R e RE R DI B - IO -RIE ST X- U8R - SUE R EREBEE A LAS-
3000 ( Luminescent Image Analyzer, Fujifilm, Japan) {bE3S GG 2 MEHGES » BRI EE
FFEAZ X (ODi X Li) / X (ODi) HEFEHIRRREE (TRF) ; AxXd ODI RFEHGRAE -
Li QKR — Bk R R — B AR b R B 5 BT RUR EEHEE] 3-50 kb BYIHELE -
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. A&+

ANE H e H R Hm R R TRE 04T > (RIEF] SAS #aF /2 ##cde (SAS Institute, 1999)
HELTHEE 04T LA Tukey’s honest significant difference #I'E A4 HIEL H #4515 TRF 1Y 7: B EHE
T > =R /KAE Ry P<0.05

SR B R

AW e T2 H AR YL HEA SR — Rk o Aty - [RIRE AT B T 2 28 Ak R
FELLT RN R 0 B ] e B €2 P o B — AUk R S AL BB SRR AN 5] H i B M) ) (o
ZIEE - DIEZEEGE A DNA #E T ik R HIE -

Fo T HENIEGE . S TR - AETRMRASR TP E SR T E R R AT B EEA T BRI A
(K DNASKE ~ EREIE(E AR ~ BBykBefE s J5a0 (pulse fieldFEPRRREL — VKRR 55 - AEHLZ
HEESL AR DNA SR 37°C > 16 /N\RFYIE] > FFLL pulse field BIKk-RIEHETT3AT - ATREKIFRE]
Fig{F FIRF R R 55 i DNA SR EEYTHIERG - Al SRR iR R B A S 1 - S S P B i Py BT
SRR EERT R AT BRI CHE 1) o fSEE AR e - EAG R B (F R AR R 37°C
fER S hr ~ SBYKBRIFEREE Ry 75V HE1T 5 hrSF MM B EREHRE F el - AEABENRER - HIAR
MR BRI VERT AN L - B EREE LUV A R IR BERE (] 2) - KGE—DRHERE AR
JEREBE VG VETRIE B - AR MG - S BIRERTERRI AT AR (18] 3) -

3 6 12 24 30 44
6
5.0 »

1. s HEMEVE A e 2 55 — AUk R AT - FEIAIRH DNA J4 37°C #RFRHINELIE] 16
/NEFRAELT pulse field BEVKIIAT - FRETTRE TP AR I E - M fyon 1 BAREC -

Fig. 1. Telomere length analysis of male White Leghorn chicken with different months of age.
Genomic DNA from chicken was digested with restriction enzyme at 37°C for 16 hours
and run on the pulse field electrophoresis before Southern blotting and hybridized with a
probe. M: molecular weight markers.
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2. 3 BRIENEER 3 ~ 12 Bl 24 FIHGMENE 1 sk HE i 25— AR R BE AT (B o FEIATHE DNA J 37°C
REFRHIMEETE] 5 hr $3ETT 75V BYBEYKMT 5 hr ~ BIIRIE S FERIE - [ b2 B R HEE
iz o M RoorT-EARRC -

Fig. 2. Telomere length analysis of male White Leghorn chicken at 3 months of age, female Leghorn chicken

at 3, 12 and 24 months of age. Genomic DNA was digested with restriction enzyme at 37°C for 5 hr
and run on electrophoresis at 75 V for 5 hr before Southern blotting and hybridized with a probe. M:
molecular weight markers. Numbers above this figure were represented months of age of chickens.

3 6 12 24 =30 44 LH
- 1 o Mo s, P e e © e M

200 —p

8:55=p

50 %

15N

3. A H B E sk B2 55 AR R FE AT - FEIKIRH DNA 2 37°C #SERMHIREYIE] 5 hr 23
1T 75V BYBUKSIT S hr ~ R STIRTE BRI E - [ B2 B REREESE il - L B H 53510k 3.9
kb il 10.2 kb BB R T RE - M R/ RATR -

Fig. 3. Detection of telomere length in female White Leghorn chicken with different months of age. Genomic DNA
was digested with restriction enzyme at 37°C for 5 hr and run on electrophoresis at 75 V for 5 hr, Southern
blotting and hybridized with a probe. Numbers above this figure were represented months of age of chickens.
L and H are represent 3.9 kb and 10.2 kb molecular weight control, respectively. M: molecular weight markers.



ARsC e EGEN RS BHRE BEmE MEE WER BOIA 331

EH P G B B N o PR T 4 P I ] e BR Uk e (o Sl i R e (R 4% > 20 3~ 6~ 12~ 24~
30 K 44 HiigZ 5 ERFEMERN D B FHER L MU R S - HEAHUELRIAH DNA - FE &M 17
Hiumh R  WASHREAR > 3~ 6~ 12~ 24~ 30 K 44 HERHEM: A = HEeg — Mlimhr R 5
HEy 18.5820.66 ~ 19.57+1.47 ~ 19.080.97 ~ 18.480.50 ~ 19.15+0.68 K% 18.92 1.05 kb « 3 ~
6~ 1224 ~30 K 44 HEgHEM Bk =H#E Ak BRI A0k 19.5220.63 ~ 19.46+0.35 ~
19.181.01 ~ 19.090.50 ~ 19.05£0.41 K 19.27+0.91 kb (£ 1) o #ERBURARFE H# LA
T T HE 2 e e 2 R b Rz G GRS A2 5L -

& 1 AR HERE R B Tk HEr o8 Bk R 5 AT

Table 1. Telomere length analysis of White Leghorn chicken with different months of age and sex

Sex Age Number of chickens Telomere length
(months) (kb)

Female 3 5 18.58 £ 0.66
6 5 19.57 £ 147
12 5 19.08 £ 0.97
24 5 18.48 £ 0.50
30 5 19.15 £ 0.68
44 5 18.92 £ 1.05

Male 3 5 19.52 £ 0.63
6 5 19.46 £0 .35
12 5 19.18 £ 1.01
24 5 19.09 &£ 0.50
30 5 19.05 £ 0.41
44 5 19.274+ 091

No significantly different were observed between sex and ages at 5% level.

1€ 1978 4 > Blackburn B Gall Zei§ {32 ALY Tetrahymena WiER, DNA FE%]
(Blackburn and Gall, 1978) - J—iff RE R R A HER L B SRS PR - FURr M2
{LERTE T IR A T ARAYHEE M B DNA [£%1 (tandem repeat) (WAEYZFFIER 5’ -TTAGGG-
3’/3’-AATCCC-5") » HfEGaHF L mbiiSE S E N (Fang and Cech, 1995; Henderson, 1995;
Stavenhagen and Zakian, 1998 ) -

UL R B 2 HE o ] E SRR SR Fr BY R E ( Telomere Restriction Fragment, TRF) 4347 >
JE I R il 5 T RE A B I R 1T U - A RISt RS R B e I iR Hk S - & AERE A R
SR A AR R T A/ INE B S R AR R T I R 2B Smear MURIRE - SRR S 2 FORE LUK
/NEREI IR A o AR EEARRE > FIAIERE (Saccharomyces cerevisiae) Uik f
] 300-400 bp (Zakian, 1995) ~ EEa/NE (Mus musculus) %) 50-200 kb (Kipling and Cooke,
1990) ~ A%H (Homo sapiens) #] 25-55 kb (Harley et al., 1990) ~ 2~ (Bos taurus) #J 15 kb |fij
54 (Sus scrofa) FJFH 18 kb (Kozik et al., 1998) -
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4. AN[FDF i B ) B e e B R SR R RE TR o [ BB R 2 e - FEIAIRE DNA Y
37°C REPRTHIRGYIE] S hrs FRAEITUIEIRRAELT 75V RUBEIKSIHT 5 hrs ~ B ST SAEG SO - [ -
I EHEE - M Ry T2 -

Fig. 4. Telomere length of White Leghorn chicken with different months of age and sex. The number above

the figure are months of age of chicken. Genomic DNA was digested with restriction enzyme at 37°C
for 5 hr and run on electrophoresis at 75 V for 5 hr, Southern blotting and hybridized with a probe. M:
molecular weight markers.

Venkatesan and Price (1998) 5347 HERYHH BTN Z b bz S 1 - [0 P<F I FH 1 7 W A 283
Pl (T2AGs) 4 FE3HTIR B HEE & B AEHENT I A i b R B - S SRR ARS8 T -Bal 31 (R
BRI A R S 1A smear S bz SR Fr BTS2 B8 - BUASSREERIT -Bal 31 RN A BEP
FITTREYR B #EE A R tagg T DURE 2 EE MR (interstitial ) Bz o FEAYELAFH DNA F& AR [FIR
IR B e R T RE iR L2 5 (AT E g B smear Ui FR & BeAYSENTES - BT
pulsed field [BRSEIKAETTHHT > FCAIREIEG Hin 1+ Alu T FEATY)E] > BEAE <50 kb FURA By R
RERATH Fr B 25 kb o 25 fE R FEEM I BRI & R AE & (CsTA2) 4 BREMEETT 34T » Wtk
T PEST B R R HE T T A A B - HERE T FHEERVAL I BR AL FEIRHH DNA Bkl & B/ 8-20 kb
I - i REE AR AR B B - i IR R A KT 60 bp/ HXANIEEE NS (Venkatesan
and Price, 1998 ) -

HEBPREESFZHEMETY - B EREENEREGER - MBS R s BHR
(Delany et al., 2003) - Delany et al. (2000 ) HEfT—RFIAIHFFE LA #E bk Fa 2 2 o+l
HIERE ~ S0 AR ES - BRI bR R EAE 0.5 B 2 Mb i - TTAGGG FR7lIHyfEE 4t
FRE S > AU ERIL R 3 2] 4% - i ASHZHEE 3 LA 0.3% > BB HERIE - HinvEE
FERIFHAY AR/ NG B NFEEERIFHAY 1/3 (2.5 pg vs. 6.5 pg) - S HMEFRZIHRL DNA JF51 - HErY
FLKIFH IR Z degenerate telomeric sequence ( Delany et al., 2000) o SRI{EAZH @ BT ARG
i HEY i B A 2 degenerate EEHEFFIRHAL (Allshire et al., 1989) - {KIBHGRIA/]N ~ FEHL
g FRYRIE - MR R R RIS - HEA 3 FEARREZIAYEERL (Delany ef al,
2000) o HEEL A MY ES Ee R 2 BAR A HE Z Tkl DNA 88 A FHRYEL KA 23 10 £% o HERY R KIFH 5
Fii DNA {KFERERERET @S R 1 ~ O B IR > REAR 0.5~2 Mb 2] - Z—HEki DNA
N RSB RLEY] > ARG OB AT IR R R OB R s > FeAY 0.5~10 kb » pEHU GG FrPE 2R
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EHRREING Bal 31 FRYJE > 1R 7 WAt 2 REAR 2T EER R T - AR B bz
R R IR B RAGR o 25 AUk DNA K4 10~35/40 kb » {ERg /7R R REAR 2 2 B R O AR
BRI - BB R4 A /N BB RS - T RS R R G B Sy o2 A B e S SF i 2 AL A R T
(Delany et al., 2000; Taylor and Delany, 2000 ) - 28 =#ligki & 40 kb ~< 2 Mb » {if fAYL a8 AR Uit
A REMRIR GG Bal 31 SFGEHYIE] - HF REMEA % L B 2B BRI - B S Er 8
FZHEM: (Delany et al, 2003 ) -

PR by B2 B A SR BB MR AT SR IR I = BRI LA T Bl (L i 12 K 2 SR e
& R - T B EHTRE AR B A I R e R B R L sk MERY Sk B E T - R E T 4-5 5%
JEAHTRER « TERSIME R T  MENERR I EAS R A A T R B i B 1 - 75 FU R A b i g
HIZRE B G REAE o T g HEny Ik 5 B8 e HRRHE(E S AR DR S0 - KA B I P S S 1T S Sh B
BN ES 28 S BALRIII TR 2 T - %t 28 — AU R A BEAL RO Fo R — G A 43 ZLEN R T 160 bp

(Delany et al., 2000) - T B #EM SR A B RUAIILATRTRERG 2 600 bp/ 4 (Taylor and Delany,
2000) o [tk > HEMHFERETI NI REZ S R SFan 20 B% - Himhi gy B - BEFEE R - 3%
HEME R - ALEE] 60-70 3% o AISRKIERE S IRy LR » 60 BRAY S R EITHEN 43
ZLH R kSR BEEITE M > Hobmk FTRE & KA L 36 kb - Haussman and Vleck (2002) F5EHtgEsE

(zebrafinches ) HY%h; S HEFAEFI%E/L 500 bp -

HERYEERAHAT S H 3-4% UK EGRKRL DNA - ) ABE L 10 £5 - HAIR S degenerate
telomeric DNA ( Delany ef al., 2000) - fFiEHaN - ZEgasH ik imkinyatEZ/aG/ (Taylor and
Delany, 2000) o T RS @& i hiH B R b2 TURE » EHR H BT R ASKIE A AR S A e tuds - (7
IR BUE TN ER (BT AR - Sk A BERET ) - MR R AR > B e At
KL & LA SE i B A2 AL A S AR B SO E T ~ 1R SN sk AR - Hokd: 2 JRE AU #E
HRREAR AT DL iRt 28 AL A& AR E - B Rl a i RSy - HUEHRIEARE A E(E -

R EFIHER R A AT TR R H RO IE - ERE & T S Y BIE e S B R R LAY R -
K Fetihr B LRI VKIR (R - ENRIBRE R A 225 - flanfein e s -r il 2ny kg b, -
A RIE SR FEIRYASESR (Shiels et al., 1999; Lanza et al., 2000) - Bk HEIRH 4 R l#EER
B B B AT EOR S HE R AR 4= YRR Ry E R & EAA tERA T -

Nanda and Schmid (1994) K Solovei et al. (1994) JEFEEFE; &3S (Fluorescence in situ
hybridization, FISH) £fiirArik#isr 2 kA or AR E 4 0hs - BBIHERY 78 fevtaiarh &
B AR b e IR R P4 o fE B ARY S (macrochromosome ) Z 7K (Ladjali-Mohammedi et al.,
1999) - [P EL T B (centromere-proximal ) MY BT EH TTAGGG RYEMEFS - JE
Rtz -FISH 4347 » ATEIERBER G pe tafe i (8 2B a7 (Nanda and Schmid, 1994) - fi#k
HIGLEie i bz R FE AT /R 2 BN RIRYRE IR - Bloom et al. (1993) R4S ZERY AL 250 kb % 2.2
Mb ; Lejnine et al. (1995) PRS2 REEN IR/ THY 3 2 100 kb » Venkatesan and Price (1998)
FRHIFEAISRRL Y 8 2 20 kb RNk Rl - FRERN 3° S @ P AR RERIZEH (Griffith e
al., 1999) - iAWY EEE » A EIFH M Ok HER IR PR S 18.48 2 19.57 kb (2 » T
R R MEYE 1 sk SRR TR R ARy 19.05 2 19.52 kb 2 [ - fEHRE M 18300 R RIRHEE 7=
B o H Bl ALEN YA GRS R T B EE R R DNA R — 1 KA EERER (t-loop) - ANEIEEK 3° H
& G YRR E A D-loop (Griffith et al., 1999) - ifii TTAGGG Uik EH Y@ #s & TRFI ~
TRF2 [KFElHAE & mFaEimR; DNA (Bilaudi ef al., 1997; Broccoli ef al., 1997; van Steensel
and de Lange, 1997) - GikiBR T $EH Gt feoR i o SES 51 - TS L RF R B i PR B L e R
Ui G S iRl & (Griffith e al., 1999) » FEFHEENY) » bR T LA R BB R IR ISkl 75151



334 B = FE R B AR RSk AT

e BB A R R 751 (subtelomeric ) ER[EIFREERI Y] (Meyne et al., 1990; De La Sena et al.,
1995) -

A S 5 A B DT RE B PR R RHH VAR E M ~ Ml Z LB LS B ESW R - 16
A [EIBIYIRHI R E R R R BRI RS E I ~ MRS P S R R H R 5e 88 LG S ELDRE - Gkl DNA
HY%EAL - JRE DNA BEHFK LA AMMEE R DNA BYRG (v ARAR i 78 R 2 4
(RIS B iR i T JEEfE R ( Greider and Blackburn, 1985) - Wz fig#E thR INE bk 751 (6 F 26
EHEEMALE DNA $#fY 3°Kbi ( Greider and Blackburn, 1989; Yu ef al., 1990) - Uil —fHi%
%I E 1’8 (ribonucleoprotein) 7 iR - FHEE#FY! (tandem repeat, TR ) EBiELAG TERT {54
HYE HE X EALATRHEL © TR /Y RNA EEF/EEYME S - (RS TERT A B A
RS PE (Morin, 1989) < iy s & BT bz DNA TR 2 i bry ks o Smkz i 2R3
e IHIRERR ~ ST (Shay and Bacchetti, 1997) ~ 438 (Kozik et al., 1998 ) i F4ERYHH
#kH (Forsyth et al,, 2002) - [i-RREIIERZRG ~ B E BN PR LMY TEH S - KR
HY R Bk A B b G S YR o BEab - GahiBE RS T S B 2 EARTHIRYFRTE o Snki R TR
Tk EEEERAN - ImhiE SR O E i EEZ AT o FIA0 TRF1 B TRF2 &f5& TTAGGG &
BReH - Sl R I AE e Gk, DNA B8 FVE - Bk A3 EH (de Lange, 2002) -

Chen et al. (2000) Lhfg 35 ff TR (GFGHEE 465 bp 2 TR X)) - BT EEMEEIYH
R — ARG 4 S R @A — B0 TRASRE - B A DB BRI~ B R BTRE T
(Arabidopsis) 7 TERT ELf&HE%E (Meyerson ef al., 1997; Chen et al., 2000) - A TERTH:[X]
#J 35 kb » [ 16 {lE/]N exons #HEkEE S igERmE & HET 2 S B ABELE (Xiang er al., 2000) - Hjit i
b7 5 B2 LA YRR - R I 90#E H Eil e A R e v it 4 2 o B ) B 1 ) ry
Gh R TS e E M N R 2 R RN T R R I AR S BCE TR R EIEEA (Betts
et al., 2001; Miyashita et al., 2002; Tamada and Kikyo, 2004 ) -

AN HEGL R R AT - RIRE AT AN [E I 1 BLAF % 1 (s T e 2 28— Bl R R 43
B - FEULT &S b R L o AR BIR FIE A B H e & 2 b R I A 722 52 - BEASSR
R4y STRR T A iR R B AL BT DL A B 43 SORR PR & 268 — Bl bz & AR 2 AL & (LAY
AR AR - SR TRERVIRIZRAEI 4307 7 AR BRI BOE IR 2 MR R B R EHRe ST - Fr
DABERR B BB HE BRI - Hba Rl — E R H HE SR MR 224 AR ST IR HE K
AL (Delany et al., 2003) o ZARFSeAE R AT Z 50 W B iR rT 0k 5 & sl A B Y ks 5 47
W EES -

EE

Sk A A B A SR — B R o Bh T T R AR AR AR - RREGHIL -

ZE R
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Abstract

The purpose of this study was to establish the telomere analysis technique and to determine the telomere
length of White Leghorn chickens at different age so as to better understand the variance and regulation
of telomere in chicken. Blood samples from both sexes of chicken at different ages were collected and
purified by commercial kits. After purification, the genomic DNA was quantified, digested with restriction
enzyme Hinfl/Rsal , subjected to southern blotting and hybridized with the biotinylated telomere probe. The
results showed that the telomere length of female White Leghorn chicken at 3, 6, 12, 24, 30 and 44 months
of age were 18.58 £ 0.66, 19.57 = 1.47, 19.08 £ 0.97, 18.48 = 0.50, 19.15 %= 0.68 and 18.92 + 1.05
kb, respectively. The telomere length of male White Leghorn chicken at 3, 6, 12, 24, 30 and 44 months of
age were 19.52 & 0.63, 19.46 £ 0.35, 19.18 = 1.01, 19.09 £0.50, 19.05 * 0.41 and 19.27 * 0.91 kb,
respectively. The results showed that there was no significant difference in TRF between male and female

White Leghorn chickens at different ages.

Key words : White Leghorn chicken, Telomere length, Terminal restriction fragment (TRF).
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